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INTRODUCTION

In unrelated bone marrow transplantation, the impor-
tance of evaluating the permissiveness of HLA-DPB1
alleles between recipients and donors by T-cell epitope
(TCE) model has well-known impacts in post-trans-
plant outcomes. Optimal balance of T cell alloreactiv-
ity sufficient for graft versus leukemia effect, but not
severe graft-versus-host disease (GVHD), has been the
primary goal of allogeneic hematopoietic stem cell
transplantation. With this goal, in a study published
by Arrieta-Bolanos and collaborators a model was pro-
posed for stratifying the permissive incompatibilities
in HLA-DPB1 TCES3 alleles into groups of lower ("core"
group) and higher ("non-core" group) immunogenici-
ty and its use to select unrelated donors (UD) seeking
better outcomes. As HLA-DPB1 incompatibility is ob-
served in over 80% of UD and recipient pairs, defining
permissive HLA-DPB1 incompatibilities represents a
major challenge in matched UD transplant.

OBJECTIVE

To describe the frequency of "core" and "non-core"
TCE3 HLA-DPBT1 alleles in recipients from the Brazil-
ian registry (REREME) to evaluate the applicability of
the "core/non-core" model in our population.

METHODS

High-resolution HLA-DPB1 typing from 972 bone
marrow recipients from REREME, typed between
2018 and 2023 at a tertiary hospital, were evaluat-
ed by the TCE mismatch stratification model using
the online DPB1 TCE webtool from the IPD-IMGT/
HLA Database (version 2). Those alleles classified
into the TCE3 group were stratified into "core"
and "non-core" groups according to the study
previously cited. We couldn't classify 15 patients

(HLA-DPB1*27:01,  -DPB1*60:01,  -DPB1*63:01,
-DPB1%*66:01, -DPB1%*133:01 and -DPB1*584:01) in
this model, which were excluded from the analysis.

RESULTS

In our cohort of HLA-DPB1 alleles, 8% (159/1914) was
TCE1, 12% (232/1914) TCE2 and 80% (1538/1914)
TCE3 group. We found that 63% of patients (607/957)
had both HLA-DPB1 alleles from the TCE3 group, be-
ing considered our population of interest for evalua-
tion. Of those, 54% (328/607) had both TCE3“core”al-
leles, and 46% (279/607) had at least one "non-core"
allele. We also evaluated the frequency of possible
combinations between groups, as shown in figure 1.

CONCLUSION

The majority of HLA-DPB1 from Brazilian recipients
was classified into the TCE3 group, indicating the
possible impact of using a model able to stratify this
group into alleles with different impacts on immu-
nogenicity. We found a considerable proportion of
patients (29%) with at least one non-core TCE3 allele
allowing the selection of a donor with “core” HLA-
DPB1 permissive mismatch to reduce the risk of re-
lapse in malignant diseases. In our cohort, a propor-
tion of patients with two TCE3 “core” alleles exceeds
almost one third of those analyzed (328/957), high-
lighting the importance of considering this model
in donor selection aiming to lower risks of rejection
and GVHD. New studies must address the real im-
pact of this model on patients' outcomes.
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